Abstract--Fermentation by autochthonous yeasts may produce wines with enological properties that are unique of a specific area or variety of grape must. In order to identify yeast starter strains for the production of the Sardinian wine Cannonau DOC, 66 Saccharomyces cerevisiae strains, isolated from musts and wines Cannonau of six vitivinicole areas in Sardinia, were subjected to enological characterization and molecular identification. The RFLP-PCR fingerprinting of the ITS region of rRNA (ITS1-5,8S-ITS2) as well as ethanol, foam, and H2S production were analysed.
I. INTRODUCTION
Grape juice fermentation is a complex microbiological process in which yeasts play a central role [ 1] . Nowadays wine fermentation is carried out by selected yeast starter strains that possess very good fermentative and oenological capabilities.
Even though commercial strains have contributed to the standardization of the fermentative process, their use can lead to the loss of wine specific characters. Indeed wine aroma and bouquet is related to a large extent to the yeast strains that lead the fermentative process [2] - [3] . Traditionally wine fermentation was carried out by indigenous natural yeast flora.
These yeasts have been unintentionally selected during centuries of use in specific contest (region -grape varietyoenological practices) in order to enhance the quality of specific wines. In this way is possible to explain the huge diversity in wine typology encountered, in the "old," winemaking region such as Italy, France [7] PCR amplification of the 5.8S-ITS region was performed with primers ITS 1 (5'TCCGTAGGTGAACCTGCGG3') and ITS4 (5'TCCTCCGCTTATTGATATGC3') as described by White et al. [8] The PCR conditions were described by Esteve-Zarzoso et al. [3] . Aliquots of PCR products were digested with the restriction endonucleases CfoI, HaeIII and Hinfl (New England BioLabs) according to the manufacturer's instructions in total volume of 20 [tl [1] - [3] . Restriction fragments were analysed by electrophoresis in 2% (w/v) agarose gels. DNA molecular-weight-marker (123 bp DNA Ladder, Invitrogen) was used as standard. (Figure 2b, c) . Fig. 1 . Size of the PCR-amplified rDNA region of the wine strains: lanes 1 Hydrogen sulphide production. Volatile sulfur product such as hydrogen sulfide are found in wine as in other fermented beverages [14] . Because of their very low perception level and nauseous character, these compounds are the cause of some organoleptic defects [15] . Yeasts are directly involved in hydrogen sulphide liberation during must fermentation due to their sulfite reductase activity [16] . It is highly desiderable, therefore, to utilize yeast starter strains that produce and release very low amount of H2S. Most of the strains tested (>500 o) showed a very low production (cream and light brown colony colours) of H2S (Figure 4) . Thechnological and genetic characterization In the followings Figure 3 , 4 and 5 are showed the results obtained from the growth at various temperatures, sporulation frequencies and efficiencies as well as H2S production. 18% Of the strains were able to grow at 4°C. Most of the strains revealed low production of H2S and showed a high frequency and efficiency of sporulation. Data obtained in the present work allowed us to identify natural strains suitable for the production of Cannonau DOC. In particular some strains present a high fernentative power, reduced H2S production and relatively low foam production. Growth kinetics. 7500 of strains produced levels of ethanol ranging from 15 to 17 v/v v. 50O of strains showed a fermentation rate ranging between 1,15-1,35 g CO2/day in the first three days of fermentation ( Figure 7 ). This data showed that the natural yeasts tested possess a very high fermentative power and thus they are able to quickly grow and replace the undesired natural flora. 
